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<EH> TT vl A(TTV) & 3739 bp 9 single stranded DNA slo]A2M 1997 YEojM YAEPe %=
44 Bgdexte g 2aAg M2E volziAoln non-B non-C¥ GARS o 46%olA FHE wcn
Rusgch B dAdye °F-1Ura}—l ZhF AY 9AE, FEEASAM TTV? HEEEA A28 Yoy
2 sk <$E> g AT F 3659 (dA 280, A 76) 224 HBsAg, anti-HCV antibody 2% 24¢
F87 220% (ALT AAbel 100, ALT WA /4ol 120), HBsAg & anti-HCV #3471 2% €49 4§ #3883
W (34 g 34, B BY 71 A, 3FEF 109, Y 4e), HBsAg ¥ TBAE B 359 (WA P 23,
TS 12), anti-HCVE A 949 B3P W3F 39, HBsAgH anti-HCVE M7t R5 f4cln ANy Zy
g Agt 1098 X qUch. WA DNAE ®Esiz TTV DNA H2 & Okamotort Ba% Pye] uz}
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B g g5yt <@i> TTololeiarl 169%(60/356)4 A &S, TTVSE HEES ALT7ZH AU F
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